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Hand, foot, and mouth disease (HFMD) caused by enterovirus is one of the common pediatric diseases. A lot of HFMD
cases were reported under the epidemiological surveillance of infectious diseases of Hyogo prefecture in 2010. The cases
younger than five years occupied 72.7% of the whole HFMD reported from 2008 to 2010. Thirty strains of enterovirus 71
(EV71) were detected from 1,097 patients under the infectious agents surveillance for those three years and all of the
EVT71 strains were detected in 2010. Fourteen of them were detected from the HFMD patients including five patients
with complications of central nervous system such as aseptic meningitis and encephalitis.

According to the phylogenetic analysis of the VP4 region of the EV71 genome, the strains detected in Hyogo were
similar to the C2 strain isolated in Netherlands in 2007, except for one strain which was similar to the C2-like strain

isolated in Taiwan in 2008.
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Fig.1 Weekly cases of hand, foot and mouth disease
(2008-2010)
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Fig.2 Age distribution of cases with hand, foot and mouth
disease in Hyogo prefecture (2008-2010)
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Table 1 Detection of enteroviruses from hand, foot and
mouth disease patients

Number of Detected Serotype of enterovirus

Year
patients enteroviruses EV71*1 CA16"2 CA4*2 CA62 CB1*3

2008 20 15 0 15 0 0 0
2009 3 2 0 0 0 2 0
2010 23 20 14 0 1 3 2

*1 EV71 : enterovirus 71
*2 CA : coxsackie A virus
*3 CB : coxsackie B virus
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Table 2 Number of detection of enterovirus 71 by clinical

diagnosis (2010)

Clinical diagnosis Patients  EV71*-positive
Hand, foot and mouth disease 23 14 (46.7%)
Respiratory infection 273 5 (16.7%)
Gastroenteritis 27 3 (10.0%)
Aseptic meningitis 13 2 (6.7%)
Febrile convulsion 30 2 (6.7%)
Pharyngoconjunctival fever 217 1 (3.3%)
Herpangina 10 0 0%)
Exanthema 19 0 (0%)
Mumps 2 0 0%)
Others 77 3 (10.0%)
Total 501 30

* EV71 : enterovirus 71
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Fig.3 Phylogenetic tree of VP4 region of enterovirus 71
strains
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