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It was concerned about the Cryptosporidium contamination to the water source from the wild deer (Cervus nippon

centralis) living around the water-supply system of certain highland in west Harima region, Hyogo prefecture.

Therefore, we investigated Cryptosporidium in raw water and feces of the deer.

In this study, Cryptosporidium was not detected in any samples tested.

However, internal and external reports described about the detection of Cryptosporidium with cervine genotype or deer

genotype from water, white-tailed deer (Odocoileus virginianus), and Chinese sika deer (Cervus nippon temminck).

Periodic monitoring of Cryptosporidium cervine genotype and deer genotype, about raw water and wild life living area

around water source are needed to prevent the infection of Cryptosporidium from the tap water.
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Fig.1 Water sources and tap water depuration system at a

local tap water supply establishment
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Fig.2 Japanese deer living around the source of the tap
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Fig.3 Feces of sika deer
The scattered deer feces were collected from the field

and provided for the Cryptosporidium detection.
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Table 1 Turbidity and chromaticity levels of the raw water
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Table 2 Detection of Cryptosporidium from the various raw water
Summer Autumn Winter

(27.Jul.2010) (9.Sep.2010)

(29.Nov.2010)

Fecal samples from sika deer

Near by water source No.1 0/5 0/11 0/2
Near by water source No.2 0/2 0/4 0/2
Near by water source No.3 0/6 0/2 0/2
______ Near by water source No4___________.0/2_________ .. 0/2_ __________0/2 _____
Slow sand filter
Filter sand 0/6 - -
SG type sheet for anticlogging
. o 0/2 - -
and anticontamination
Total 0/23 0/19 0/10
[Number of positives]/[Number of samples]
- : not tested
Table 3 Results of the various test items of raw water
. Water source_________________________ No.l _______ No2 ______| No3d _____| No4 __
Date of sampling 8.Dec.2009 8.Jun.2009 3.Aug.2009 2.Aug.2009
Cryptosporidium oosyst (/mL) 0 0 0 0
Number of standard plate count bacteria (cfu/mL) 0 0 20 0
Turbidity (degree) 0.30 <0.1 0.90 0.30
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Table 4 Results of the indicators of the Cryptosporidium pollution

Inspection Item

Anaerobic spore number (cfu/100mL)

Coliform most probable number (MPN/100mL)

Water source No.1 No.2 No.3 No.4 No.1 No.2 No.3 No.4

2009 Apr. 5 - - - - - - -

May 5 - - - 7.8 - - -

Jun. 5 0 - - 2.3x10 0 - -

Jul. 0 0 - - 0 0 - -

Aug. - - 0 0 - - 0

Sep. 0 - - - 0 - -

Oct - 0 0 - - 0 0 -

Nov - 0 0 - - 0 0 -

ceoeeeooDec. 0 _______. 0 ... (R T 0 ! 0 .0 ...

2010 Jan. - 0 - - - 0 - -

Feb. 0 - - - 0 - -

Mar 0 0 - 20 0 0 -

Apr. - 0 - - - 0 - -

May - 0 - - - 0 - -

Jun - 0 - - - 0 -

Jul. 0 0 0 0 7.8 0 2.3%10 0

Aug. - 0 - - - 0 - -

Sep 0 0 - - 2.4 x10° 0 - -

Oct 0 0 0 0 2.2x%x10 0 4.9 %102 0

Nov. 0 0 0 0 20 0 45 0

ceeeeo__Dec. - 0 _______. T Tl T 0 Tl

2011 Jan 0 0 - - 45 0 - -

Feb 0 0 - - 20 0 -

Mar 0 0 0 0 0 0 0 0

- : not tested
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Table 5 List of the reports about the Cryptosporidium of deer 914, 16:19)
Reported _____________Reserch ____________ ;
Author Year Vour State Samples Detection
Heuschele et al. 1986 unknown California, USA Zoo animals (feces) Cryptorporidium sp. from neonatal
ruminants with diarrhea (including Cervus)
Fayer et al. 1996 1995 Georgia, USA Captive white—tailed deer Cryptorporidium sp. from three fawns
(Odocoileus vitginianus)
Xiao et al. 2000 1998-2000 New York, USA Storm Waters Cryptosporidium genotype W4
Perz et al. 2001 1996-1998 New York, USA Wildlife fecal samples C.parvum from white—tailed deer
Jiang et al. 2005 1999-2000, New York, USA Water supply (Storm event Genotype W4(cervine genotype) and
2002-2004 water samples) W9(deer genotype) from deer (63/121,
1/121)
Ong et al. 2002 1995-1999 British Columbia Patient Nine isolated Cryptosporidium had the
Canada cervine genotype
Wangetal. 2008 2002-2007 Zhengzhou, China  Fecal specimens (rectal  Cryptosporidium cervine genotype from
collection from deer farms) Cervus nippon Temminck (2/83)
Onoetal. - 1999 1998 | Hyogo and other site, Stools of deers  Hyogo(0/22), Other site(1/36) oosyst
Japan
Kamei et al. 2005 2004-2005 Iwate, Japan Rectal collection®stool(141), Not detected
and digestive canal(4) from
Cervus nippon
Hizuka 2009 2003-2008 Osaka, Japan Water for drinking water supply Cryptosporidium sp. cervine genotype
watershed (2/231) (X Partial sequences of 18S rRNA
had 97~98% homology)
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