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Characteristic Analysis of the Seasonal Influenza Viruses in Hyogo

Prefecture, Japan, during the 2018/19 Season

Tomohiro OSHIBE*, Miki OGI, Denshi TAKAI, Masatsugu CHIKAHIRA and Yumi AKIYAMA

Infectious Disease Research Division, Hyogo Prefectural Institute of Public Health Sciences 1819-
14, Kanno Kanno-cho, Kakogawa-city, 675-0003, Japan

Influenza activity during the 2018/19 influenza season was the fourth highest in the last 5 seasons in Hyogo prefecture,
Japan. The AH3 subtype (55%) predominated over AH1pdmO09 (37%) and B (Victoria lineages) (8%) viruses.

The HA genes of AH1pdmO09 viruses fell into the genetic subgroups 6B.1A. The HA genes of AH3 viruses fell into the
phylogenetic subclade 3C.2a1b with substitution T131K.

All B (Victoria lineage) viruses belonged to the genetic group 1A, many of which were a three amino acid deletion

(A162-164) with G133R, K136E substitutions in the HA genes.
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Fig.1 Weekly cases of influenza-like illness per
sentinel clinic from 2016/17 season to 2018/19

season in Hyogo prefecture, Japan
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Fig.2 Proportion of isolation/detection of influenza
virus during 2018/19 season in Hyogo
prefecture, Japan
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Fig.5 Phylogenetic analysis of influenza AH3 HA genes (HA1)
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